Background: Congenital heart diseases (CHD) are the most common heart developmental anomaly disease. It occurs in approximately 0.4%～5% of all newborns and continues to be a significant cause of death in infancy. Nevertheless, the aetiology of CHD in the majority of cases remains unknown. Heart formation is a complex process regulated by many transcription factors. Although most of CHD cases are sporadic, there are several genes which were found to be associated with CHD, including NKX2.5, TBX5, GATA4, etc.
